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Species Gene Symbol Gene ID GenBank Accession Transcript
Human UQCRC1 7384 BC009586 NM_003365
About the gene
Official Symbol UQCRCI1
Previous Symbol -
Official Full Name | ubiquinol-cytochrome ¢ reductase core protein 1
Synonyms D3S3191; QCR1; UQCRI1
Location 3p21.31
Gene Type protein-coding gene
Uniprot ID P31930
Pathway/Library others

Gene Summary

Component of the ubiquinol-cytochrome ¢ oxidoreductase, a multisubunit transmembrane complex that
is part of the mitochondrial electron transport chain which drives oxidative phosphorylation. The
respiratory chain contains 3 multisubunit complexes succinate dehydrogenase (complex II, CII),
ubiquinol-cytochrome ¢ oxidoreductase (cytochrome b-c1 complex, complex III, CIII) and cytochrome c
oxidase (complex IV, CIV), that cooperate to transfer electrons derived from NADH and succinate to
molecular oxygen, creating an electrochemical gradient over the inner membrane that drives
transmembrane transport and the ATP synthase. The cytochrome b-cl complex catalyzes electron transfer
from ubiquinol to cytochrome c, linking this redox reaction to translocation of protons across the
mitochondrial inner membrane, with protons being carried across the membrane as hydrogens on the




quinol. In the process called Q cycle, 2 protons are consumed from the matrix, 4 protons are released into
the intermembrane space and 2 electrons are passed to cytochrome c (By similarity). The 2 core subunits
UQCRCI1/QCR1 and UQCRC2/QCR2 are homologous to the 2 mitochondrial-processing peptidase
(MPP) subunits beta-MPP and alpha-MPP respectively, and they seem to have preserved their MPP
processing properties (By similarity). May be involved in the in situ processing of UQCRFSI1 into the
mature Rieske protein and its mitochondrial targeting sequence (MTS)/subunit 9 when incorporated into
complex III (Probable). QCR1 HUMAN,P31930

2t

ZE

/B .

e k] R EL S .3

L31952 UQCRC1 Knockout HEK293T Cells 132/

— Tt B 15 1
RGEHEM:

X T2 M R B O B S I S 4, R3S KA R AT KIS R, AR, KA L.
FAEEI:
> B RIMEsgRNAFFIENIR A, B 75 EsgRNAFE ), &7 WG KIZ B [Alinfo@beyotime.comZ Bl . sgRNAFF {5

BEARGN, REBZRBEFITAGH TAEMEN A E, WS T RA T LR = SR NBE . i
FER M TV LS R, SRR

> X T A 4 R 4 PR O 2k B AF HEK293T 48 /i (¥) CRISPR 4 [A] R Bk 40 JE 1 22 i, 7T Bk &R 38 o R BOR R 55
service@beyotime.com.

> AP AR T AL B EIREERT AN, AR T IRKE W eiG T, AT Reg &, AR TR EEEN.

> N TR AR, T SRR O T E R

{EF 1R ER :
1. HEK293THABH. B RIEF:

a.

b.

h.

AHEK293T Cells iy R 3& H i) FE [FlsgRNA . CasOFlpuromycindyt I i 1895 2 K YL 283 puromycinfifi E FITTEIL € 11 £ 7
FEHEK293 T4 .

A SAREM MRS IEAEE TR, B EEEREFEEHm T BRNAIRGEAE (TR —/NRNGEEE: 7= 1140 i
2 —/ M B TR A (R IR . N T B 2 KIS IS AN A SR A S, X T IR NG EERE RN, TR
PLEVF I SR SR TR 4l M B F el 2 0 it AT a8 %

X HUKERIPEAAE, B TIKES e, IS E 7555, U2 IAGRIER: BMBE TIK, WHE#E
8295 RGBT RUKE 5  40 M VR AR RN TR P ORAP AR L, AT A B T = i A 55

WCB R A A0 B 5 15 R R R IR AR B AT B %, DA A RIS 77 IRES IR . Wi AN AT 205 34, IRAE 4R v 7E-80°C
M T RIE2H

BERAAE LG 10, ARFE80.5-1ml,  TUHAEIE %R 60-90%, EIUEHEIN6emBEEFRMA . WIRE JF 57 R®
&, AILATHAL SRR B3 5emiFFR I, XA K ST LT,

R AR 2 s, ERRE IR 700 8 AR IR U B A0 A, USCE A0 RS 0 TE A N SRR AR KORAS,
SN 2 B I 8 5% i R AT A AR W BTN MR 2, VIR TR IS T 55 7740 b i B 1 DA B 1 4 i 7
RMEEE . W BRI B2 F RIS B OB R P B i, v DA S B R I R 3R, R REE IR
R B R TR AR S5 7%, JF HAE B IR G TR, OREE — PR FR M, RN — PR 5 I8, IXRE ] DU S 4
H T 5 TR BTS2 7 SR M AR K AN IE B, B AR AN A R 4 i AR IR AS

AR FRCNIDMEM (high glucose)+10% FBS. WS TES IR NN E R H EH R -FE 5 2 1A CABH 1 AT BE R4 B 75 4,
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L00022 GFP Knockout HEK293T Cells 152/l
0222 H & = - R I(100X) 100ml
D0508S/M 2 DR 20 2 A SR A A ol 25/1007%
D7080S/M/L T7 Endonuclease I (CRISPRZ53% [X] 2845 % 52 H) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (FEM4 2 2%) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (&M 2 2%) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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